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Secondary term creation in French

Secondary term creation: problems for
scientists and for translators



CASE STUDY:
PROTEIN SYNTHESIS IN

EUKARYOTIC CELLS




The story of DNA and protein synthesis

 FEarly 1900s

— known: information 1s passed from cell to cell.
— Unknown: what carried the information?

* Some scientists thought a protein was
responsible, others that 1t was a nucleic acid.

 Three major experiments helped show that a
nucleic acid carried cell information:
— Gnffith
— Avery-MacLeod-McCarty
— Hershey-Chase

UNDERSTANDING

IN PROGRESS



What is DNA!?

. DNA = deoxyribohucleic acid

 Holds all our cell’s information

 Located in the cell’s nucleus

DNA the Molecule of Life i‘,'e

o of'

T cell
< chromosomes




Watson (1953)

Y x As you can see from the
model, the structure is basically
a--...long,...twisty,...uh, rope-

laddery-type...thingy.
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Structure of DNA

OF 4 LETTERS



DNA

DNA contains the
instructions for
making proteins
within the cell




DNA

* DNA contains genes, sequences
of nucleotide bases

* These genes code for proteins
* Proteins are used to build cells



DNA — RNA — Protein

Transcription

Eukaryotic
Cell

RNA Processing

Translation

10



Pathway to Making a Protein

DNA
!

mMRNA

|

tRNA (ribosomes)

Pr'oltein



DNA needs RNA!

« RNA 1s a nucleic acid
messenger between DNA
and ribosomes

« 3 differences between
DNA and RNA:
— RNA has ribose sugar
— RNA is single stranded

— RNA contains a nitrogen
base called uracil (U)
instead of thymine.




Messenger RNA

Long Straight chain of
Nucleotides

Made in the Nucleus

Copies DNA

Contains the Nitrogen
Bases A, 6, C, U(no T)
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Protein synthesis

* Protein synthesis is the assembly
of amino acids (by RNA) into
proteins

* Involves two steps:

—1. Transcription - copying DNA
code intfo mRNA

—2. Translation - reading the
MRNA code and assembling amino
acids into a protein



MRNA Processing

* After the DNA is transcribed
info RNA, editing must be done
to the nucleotide chain to make
the RNA functional

 Introns, non-functional segments
of DNA, are snipped out of the
chain

15



mRNA Editing

» Exons, segments of DNA that code
for proteins, are then rejoined by
the enzyme ligase
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MRNA splicing

Exon Exon Exon

I Intron | Intron
DNA

Transcription

Full length mMRNA

Introns removed

Processed mRNA

Translation

T HH -

Protein




Result of Transcription
Introns and Exons (1)

Exon (coding Intron
region) (noncoding region)
b

DNA{Z] T 1 J2)3))4])5)061) 77 .
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5' cap Transcl:ription 3' poly-A-tail
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Introns are cut out and
coding regions are
spliced together

mRNA sp11c1ng Tronsci il

copyright cmassengale
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One way of splicing:
with the help of a
spliceosome



RNA transcript (pre-mRNA)
Intron Exon 2

Exon 1
Protein
” @
snRNA
snRNPs

[UA, U2, U4, US, US )

Spliceosome
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Linear intron RNA

The spliceosome
IS made up of 5
small nuclear
ribonucleoprotein
subunits + > 100
proteins. These
SNRNPs are
called: U1, U2, U4,
U5, U6, and
assemble in a
stepwise pathway
onto each intron.



U5 Splicesome

ﬂt\ U1, U4

7

After the formation of the full
spliceosome, the Ul and the
U4 snRNPs are detached and
the remaining U2, U5 and U6
SNnRNAs are rearranged.
This conformational change
creates the catalytic
spliceosome.



 The U1, U2, U4, U5 and U6 small nuclear
ribonucleoprotein particles (snRNPs) are
essential elements of the spliceosome, the
enzyme that catalyzes the excision of
introns and the ligation of exons to form a
mature mRNA.



The spliceosome machinery

« RNA splicing is carried out by a large complex
called the spliceosome

« Five RNAs (U1, U2, U4, Us and U6) are
collectively called small nuclear RNAs
(snRNAs) with the size in the range of 100-300
bp long and are complexed to small nuclear
ribonuclear proteins (snRNP)



MRNA
MRNA~splicing snurp
exon SNRNP
Intron
spliceosome




New discoveries

Protein synthesis

Structure of DNA (1953)

mRNA splicing (1977)

snRNP (1980)

Spliceosome (1993)

The spliceosome comes

assembled (2002)



Understanding terminology in context

Cognitive context

Historical context

Linguistic context




Understanding in cognitive context

« Eukaryotes: cells have a nucleus

DNA (genetic code) is in the nucleus

» Cells synthesize proteins

« RNA plays a role in protein synthesis by the cell
 Protein synthesis is a process:

« DNA— mRNA — protein

* In mRNA the intron are removed (splicing)

» Scientists are discovering the machinery of
protein synthesis



As we now understand the cognitive
contexts and the history of the

understanding of some aspects of protein
synthesis

we could translate the following text

fragments into a language different from
English? Into French?



Understanding in linguistic context

Most eukaryotic genes are composed of numerous
short coding sequences called exons, interspersed
between long stretches of noncoding sequences
called introns. The initial messenger RNA
molecule copied from a gene includes introns as
well as exons. Before this RNA molecule can be
used to make a protein the introns must be
removed by a process called RNA splicing.



Understanding in linguistic context

Most eukaryotic genes are composed of numerous
short coding sequences called exons,
interspersed between long stretches of noncoding
sequences called introns. The initial messenger
RNA molecule copied from a gene includes introns
as well as exons. Before this RNA molecule can be
used to make a protein the introns must be
removed by a process called RNA splicing.



MRNA
MRNA~splicing snurp
exon SNRNP
Intron
spliceosome




The spliceosome is composed of several
small molecules called snRNPs or
"snurps". Snurps are made up of protein
and small RNA molecules. Formation of the
spliceosome begins when one kind of
snurp binds to the 5' end of an intron and a
different kind binds to the 3' end of an
intron.

Source: http://highered.mcgraw-hill.com/novella/MixQuizProcessingServlet



The spliceosome is composed of several
small molecules called snRNPs or
"snurps". Snurps are made up of protein
and small RNA molecules. Formation of the
spliceosome begins when one kind of
snurp binds to the 5' end of an intron and a
different kind binds to the 3' end of an
intron.



MRNA
MRNA~splicing snurp
exon SNRNP
Intron
spliceosome




Additional snurps then interact with the
complex, bringing the two ends of the intron
together and causing the intron to form a
loop. This also gathers all of the snurps
together as the completed spliceosome.
The intron is then cut out and the exons are
joined or "spliced" together. The
spliceosome then falls apart as the
snurps are released.



MRNA
MRNA~splicing snurp
exon SNRNP
Intron
spliceosome




snurps pRNPnN
ARNmM
spliceosome
Intron exon
epissage




Historical context New discoveries
Linguistic context Neologisms in

English and
French




LAL LA U

c:

Fre-mEMa |

Spliceosome

Excized intran
in lariat shape

S

FM=atiira Bk A

/

c:




Secondary term formation: French

splicing/épissage
spliceosome/splicéosome; particule d’épissage
snRNP; snurp/RNPpn; “snurp”



Issage
Ing/épiss
splicin
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r = Anglais [EN] &
eépissage

Domaine biologie = geénie gengtique

Auteur M Office guebécois de la langue francgaise, 1997

Définition

Processus englobant I'excision des introns et la réunion des exons dans I'ARN.

() Terme privilégié

épissage n.m. Selon certains auteurs, le terme « épissage » recéle
en fait une certaine ambiguité, puisqu'il désigne, au
sens sirict, le raccord de brins sans faire réeférence a
une excision préalable. Cependant, 'un ne peut aller
sans l'autre (scission/excision). Le méme probléme
existe en anglais, mais la flexibilité de la langue permet
de s'en sortir par l'adjonction de prépositions :
« Splicing describes the removal of introns and joining
of exons in RNA; thus introns are spliced "out", while
exons are spliced "together”. » On ne peut cependant
faire de méme en francais : les introns sont excisés,
alors que les exons sont aboutés.



N A AR e

epissage de I'ARN messager Anglais [EN]

Domaines Dbiologie = génétique
biologie * macromolécule biologique

Auteur /> Office quebécois de la langue francaise, 2010

Définition
Epissage par lequel 'ARN messager mature est produit et dont le processus englobe l'excision des
introns et la réunion des exons dans I'ARN prémessager.

o Termes privilégiés

épissage de 'ARN messager n.m.
epissage de 'ARNm n.m.

Anglais

Auteur /™ Office québécois de la langue francaise, 2010

Termes
messenger RNA splicing
mRMNA splicing
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spliceosome — splicéosome —

particule d’épissage



-Some

autosome, endosome, lysosome,
chromosome, proteasome, peroxisome,
nucleosome, polysome, desmosome,
phagosome, lysosome, phagolysosome,
hydrogenosome, mitosome,
hemidesmosome, ribosome, spliceosome



A spliceosome is a complex of snRNA and
protein subunits that removes introns from
a transcribed pre-mRNA (hnRNA) segment.
This process is generally referred to as
splicing.



http://en.wikipedia.org/wiki/SnRNA
http://en.wikipedia.org/wiki/Protein
http://en.wikipedia.org/wiki/Intron
http://en.wikipedia.org/wiki/Transcription_(genetics)
http://en.wikipedia.org/wiki/Messenger_RNA
http://en.wikipedia.org/wiki/HnRNA
http://en.wikipedia.org/wiki/Splicing_(genetics)

ribosome

The ribosome (from ribonucleic acid and the Greek
soma, meaning "body") is a large and complex
molecular machine, found within all living cells, that
serves as the primary site of biological protein
synthesis (translation). Ribosomes link amino acids
together in the order specified by messenger RNA
(mRNA) molecules. Rl%osomes consist of two major
subunits—the small ribosomal subunit reads the
mRNA, while the large subunit joins amino acids to
form a polypeptide c%lain. Each subunit is composed
of one or more ribosomal RNA (rRNA) molecules
and a variety of proteins. (wikipedia)



http://en.wikipedia.org/wiki/Ribonucleic_acid
http://en.wikipedia.org/wiki/Ribonucleic_acid
http://en.wikipedia.org/wiki/Translation_(biology)
http://en.wikipedia.org/wiki/Translation_(biology)
http://en.wikipedia.org/wiki/Amino_acids
http://en.wikipedia.org/wiki/Messenger_RNA
http://en.wikipedia.org/wiki/Polypeptide
http://en.wikipedia.org/wiki/Ribosomal_RNA

Ribosome, microsome, spliceosome

» Ribosomes are sometimes referred to as organelles, but the use of the term organelle is
often restricted to describing sub-cellular components that include a phospholipid
membrane, which ribosomes, being entirely particulate, do not. For tﬁis reason, ribosomes
may sometimes be described as "non-membranous organelles".

» Ribosomes were first observed in the mid-1950s by Romanian cell biologist George Palade
using an electron microscope as dense particles or granules for which he would win the
Nobel Prize. The term "ribosome" was proposed by scientist Richard B. Roberts in 1958:

During the course of the symposium a semantic difficulty became apparent. To some of the
participants, "microsomes" mean the ribonucleoprotein particles of the microsome fraction
contaminated by other protein and lipid materiaﬁ to others, the microsomes consist of
protein and lipid contaminated by particles. The phrase “microsomal particles” does not
seem adequate, and “ribonucleoprotein Particles of the microsome fraction” is much too
awkward. During the meeting the word "ribosome" was suggested; this seems a very
satisfactory name, and it has a pleasant sound. The present confusion would be eliminated
if “ribosome” were adopted to designate ribonucleoprotein particles in sizes ranging from
35 to 1008S.

— Roberts, R. B., Microsomal Particles and Protein Synthesis
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Splicéosome (Wikipedia)

d RNPs :
Why not P Us,/U6 et la snRNP Us,
R 2.0 s d'un petit ARN (snRNA)
90 CLETE() {0} 11 (Y ines. On distingue deux

osome

anglais, splicing), est un complexe-dymamique de
articules ribonucléoprotéiques (composées d'ARN et

e protéines) et localisé dans le noyau des cellules. Son
N_O aVa ! a 3 a N ! A L N\ a aa¥Ya ava N a alVa

A
a

Un épisome est une molécule d'ADN
circulaire, extrachromosomique, qui

peut se répliquer de maniere
autonome, a l'instar d'un plasmide.



Bureau de la Translation

RRRE ton Huitu http-/fwww. btb termiumplus.gc.ca

English Contactez-nous Aide Recherc

Espafiol Portugués |

Accueil TERMIUM Plus® - Recherche > SPLICEOSOME [1 fiche]

Bureau de la traduction
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SPLICED VEIN spliceosome complexe d'épissage
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SPLICER
SPLICER HELPER DEF - A ri!:mnu-:leu:upru:utein complex that padicipate; in tlje  CONT - Le méc_anisme par lequel les introns sont Enl_evés des
splicing of introns from mMRMNA [messenger ribonucleic acid]. transcrits primaires et par leguel les exons sont réunis
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Save Record 1

spliceosome [source
CORRECT

splicing complex [source
CORRECT

splicosome [source

participates in the splicing of introns from
mRNA [messenger ribonucleic acid]. | Source

—

ZU11-0o9-ars

complexe d'épissage [ source
CORRECT, MASC

spliceosome | source
AMNGLICISM, SEE OBS, MASC

sont enleves des transcrits primaires et par
lequel les exons sont réunis s'appelle
I'epissage (splicing). Le complexe
ribonucléoprotéique (incluant plusieurs
snARN [petits ARN nucléaires]) necessaire
pour effectuer ce travail est communément
appelée le «spliceosomes=. | Source

.................. : Bien qu'on trouve
aussi guelguefois la graphie francisee
«spliceosomes ces termes sont des

anglicl eur preferer
=complexe d'épissage». §ource
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Source



EN: snRNP; snurp

FR: RNPpn; pRNPn; “snurp”




* Les Small Nuclear Ribonucleoprotein (snRNP), ou
petites ribonucléoprotéines nucléaires (RNPpn), ou
encore snurp, sont des complexes mixtes entre des
ARNDpn et des protéines qui permettent 1'épissage des
ARNm dans le noyau. Chacun de ces complexes est
composé d'un ARN non codant, appelé snRNA (small
nuclear RNA) et de plusieurs protéines. Ils existe
plusieurs de ces particules dans le noyau, qui
interviennent a différentes étapes du processus
d'épissage. On a identifié les principales sous le nom
de U1, U2, Uy, Us et U6. Au sein de celles-ci, on
retrouve certaines protéines conservées, les protéines
Sm, qui s'associent en anneau heptamérique autour
d'une séquence conservée sur I'ARN. D'autres

protéines sont spécifiques de chaque snRNP.
(Wikipedia)



SNRNPs

Each spliceosome 1s composed of five small
nuclear RNA proteins, called snRNPs,
(pronounced "snurps") and a range of
non-snRNP associated protein factors.



Analogy with naming of different Types

of RNA

Table 6-1 Principal Types of RNAs Produced in Cells

mRNAs
rRNAs

tRNAs
snRNAs
snoRNAs

scaRNAs
miRNAs

siRNAs

Other noncoding
RNAs

messenger RNAs, code for proteins

ribosomal RNAs, form the basic structure of the
ribosome and catalyze protein synthesis

transfer RNAs, central to protein synthesis as adaptors
between mRNA and amino acids

small nuclear RNAs, function in a variety of nuclear
processes, including the splicing of pre-mRNA

small nucleolar RNAs, used to process and chemically
modify rRNAs

small cajal RNAs, used to modify snoRNAs and snRNAs

microRNAs, regulate gene expression typically by
blocking translation of selective mRNAs

small interfering RNAs, turn off gene expression by
directing degradation of selective mRNAs and the
establishment of compact chromatin structures

function in diverse cell processes, including telomere
synthesis, X-chromosome inactivation, and the
transport of proteins into the ER



SNRNP - pRNPn
Les Ipetites ribonucléoprotéines nucléaires mall
o n

nuclear ribonucleoprotein, snRNP) sont des comp xtes entre
des petits ARN nucleaires (pARNN, small nuclear RNA, snRNA)
et des protéines qui permettent 1'épissage des ARNm dans le novau.

Chacun de ces complexes est composé d'un ARN non codant, appelé
petit ARN nucléaire et de plusieurs protéines. Il existe plusieurs de
ces particules dans le noyau, qui interviennent a différentes étapes
du processus d'épissage. On a identifié les principales sous le nom
de U1, U2, U4, Us et U6. Au sein de celles-ci, on retrouve certaines
protéines conserveées, les protéines Sm, qui s'associent en anneau
heptamérique autour d'une séquence conservée sur ' ARN. D'autres
protéines sont spécifiques de chaque petit ARN nucléaire.

U4 sert de chaperon a U6, qui vient se fixer au niveau des jonctions
Imtrons exons


http://fr.wikipedia.org/wiki/Prot%C3%A9ines
http://fr.wikipedia.org/wiki/%C3%89pissage
http://fr.wikipedia.org/wiki/ARNm
http://fr.wikipedia.org/wiki/Noyau_(biologie)
http://fr.wikipedia.org/wiki/Prot%C3%A9ine
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Préferences de recherche ¥

& YIS
> ribonucléprotéine nucléaire de petite taille Anglals [ENL &
Domaines biologie = protéine

biologie = biologie moléculaire

Auteur M ofice québécois de |a langue francaise, 2010

Definition
Mucléoprotéine contenant des ARN de 100 a 200 nucléatides et qui est présente en abondance dans le nucléoplasme.

0 Termes privilégiés

ribgpycléprotéine nucléaire de petite
aille n.f
RNPnp n.f

Anglais

Auteur P Ofice québécois de la langue francaise, 2010

Termes
small nuclear ribonucleoprotein
snRNP



EN: Holdase and foldase




-dSe

* Anuclease is an enzyme capable of cleaving
the phosphodiester bonds between the
nucleotide subunits of nucleic acids. Older

ublications may use terms such as
polynucleotidase" or
"nucleodepolymerase" .

* Nucleases are usually further divided into
endonucleases and exonucleases, although
some of the enzymes may fall in both
categories. Well known nucleases are
deoxyribonuclease and ribonuclease.



http://en.wikipedia.org/wiki/Enzyme
http://en.wikipedia.org/wiki/Phosphodiester_bond
http://en.wikipedia.org/wiki/Phosphodiester_bond
http://en.wikipedia.org/wiki/Phosphodiester_bond
http://en.wikipedia.org/wiki/Nucleic_acid
http://en.wikipedia.org/wiki/Nuclease
http://en.wikipedia.org/wiki/Endonuclease
http://en.wikipedia.org/wiki/Exonuclease
http://en.wikipedia.org/wiki/Deoxyribonuclease
http://en.wikipedia.org/wiki/Ribonuclease




-dSe

* Ribonuclease (commonly abbreviated
RNase) is a type of nuclease that catalyzes
the degradation of RINA into smaller
components. Ribonucleases can be divided
into endoribonucleases and
exoribonucleases, and comprise several
sub-classes within the EC 2.7 (for the
phosphorolytic enzymes) and 3.1 (for the
hydrolytic enzymes) classes of enzymes.



http://en.wikipedia.org/wiki/Nuclease
http://en.wikipedia.org/wiki/Catalysis
http://en.wikipedia.org/wiki/RNA
http://en.wikipedia.org/wiki/Endoribonuclease
http://en.wikipedia.org/wiki/Exoribonuclease

A deoxyribonuclease (DNase, for short)
1s any enzyme that catalyzes the hydrolvtic
cleavage of phosphodiester linkages in the
DNA backbone. Thus, deoxyribonucleases
are one type of nuclease. A wide variety of
deoxyribonucleases are known, which differ
in their substrate specificities, chemical
mechanisms, and biological functions.



http://en.wikipedia.org/wiki/Enzyme
http://en.wikipedia.org/wiki/Hydrolysis
http://en.wikipedia.org/wiki/Hydrolysis
http://en.wikipedia.org/wiki/Phosphodiester_bonds
http://en.wikipedia.org/wiki/Phosphodiester_bonds
http://en.wikipedia.org/wiki/Phosphodiester_bonds
http://en.wikipedia.org/wiki/DNA
http://en.wikipedia.org/wiki/Nuclease
http://en.wikipedia.org/wiki/Substrate_(biochemistry)

Foldase

an enzyme, such as peptidyl proline isomerase
or disulfide isomerase, that catalyses
iIsomerization of a polypeptide conformation or
exchange of disulfide-bond partners, to
facilitate protein folding.

Read more:
http://www.answers.com/topic/foldase#ixzz2T
AdM2coE



http://www.answers.com/topic/foldase
http://www.answers.com/topic/foldase

Holdase

In molecular biology, holdases are a
particular kind of molecular chaperones that
assist the non-covalent folding of proteins in
an ATP-independent manner.''! Examples of
holdases are DnaJ and Hsp33.

Holdases bind to protein folding
intermediates to prevent their aggregation
but without directly refolding them.



http://en.wikipedia.org/wiki/Molecular_biology
http://en.wikipedia.org/wiki/Molecular_chaperones
http://en.wikipedia.org/wiki/Holdase
http://en.wikipedia.org/wiki/DnaJ
http://en.wikipedia.org/wiki/Hsp33

Secondary term creation:
problems for scientists and for

translators
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Noiret (2013) doctoral dissertation
Abréviations

pré-ARNm : acide ribonucléique pré-messagimm
PTB : polypyrimidine tract binding protein
PTBP1 : polypyrimidine tract binding protein 1
PTBP2 : polypyrimidine tract binding protein 2
PTBP3 : polypyrimidine tract binding protein 3
PTC : codon stop précoce <=

PTH : parathyroid hormone

RBD : RNA binding domain

snRNP : small nuclear ribonucleoprotein particle

SR : protéine contenant un domaine riche enémm
dipeptides sérine/arginine




Noiret (2013: 14)

La transcription de 'ADN par 'ARN polymérase I en ARN pré messager non mature, est couplée
aux ¢venements d'épissaze et d'ajout de la corffe de 7-méthyl-zuanosing en §', L'épissage est réalisé
par l¢ spliceosome. 11 permet l¢ raboutage des exons et 'exclusion des introns (en pointillés sur le
schéma). Il est régulé par la présence & La coiffe ¢t la queue polyA de 'ARNm, sont
recouvertes par des protéines de lasofux ARN, aﬁn de les protéger de [a dégradation. D'autres
protéines s'associent au transcnt ma Uil e:{port vers l¢ cytoplasme. Dans ce
compartiment, la composition protéiqu moduler la stabilité et I'efficacite
de traduction de I'ARNm, Certaines A -BP-vont-cntrainer i augmentation de la stabilité du
transcrit ou sa diminutton en recrutar@iline machinene de défhdation. D'autres vont faciliter l¢
recrutement du nbosome et améliorcr@ticactté de traductiofl D'aprés (Anko and Neugebauer,

2012)

RNA-BP: RNA binding protein |a IJHI’til:l_llﬂ mENP
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Figure 2 : Schéma de la structure d'un ARNm.
A l'extrémité 5' de ' ARNm se trouve la coiffe de
7-méthylguanosine triphosphate (C). La phase de lecture
de 'ARNm nommeée ORF pour "open reading frame" est
délimitée par la présence du codon initiateur AUG et d'un
codon de terminaison (exemple UAA). Elle est encadrée
d'une région non codante en 5' et en 3', appelée
respectivement les régions 5' UTR et 3' UTR pour
"untranslated region". A I'extrémité 3' se trouve la queue
poly(A) qui contient un nombre variable d'adénosines.
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Figure 2 : Schéma de la structure d'un ARNm.

A l'extrémité 5' de 'ARNm se trouve la coiffe de
7-méthylguanosine triphosphate (C). La phase de lecture de
I'ARNm nommée ORF pour "open reading frame" est
délimitée par la présence du codon initiateur AUG et d'un
codon de terminaison (exemple UAA). Elle est encadrée
d'une région non codante en 5' et en 3', appelée
respectivement les régions 5' UTR et 3' UTR pour
"untranslated region". A l'extrémité 3' se trouve la
queue poly(A) qui contient un nombre variable
d'adénosines.



Sequences regulatrices: activatrices (EN:
enhancers) et inhibitrices (EN: silencers)
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Figure 6 : Séquences cis regulatrices impliquées dans la régulation de 1'épissage alter natif
En plus de séquences d'épissage consensuelles des sites d'épissage, des séquences régulatrices sont
présentes dans les introns ou dans les exons, et sont activatrices ou inhibitnices. ESE séquence

exomgque activatrice, ESS séquence exonique inhibitrice, ISE séquence intronique activatrice, ISS
séquence intronique inlibitrice. D'aprés Anquetil V.



Séquences cis régulatrices impliquées dans la
régulation de 1'épissage alternatif

En plus de séquences d'épissage consensuelles des
sites d'épissage, des séquences régulatrices sont

présentes dans les introns ou dans les exons, et sont
activatrices ou inhibitrices. ESE séquence

exonique activatrice, ESS séquence exonique
inhibitrice, ISE séquence intronique activatrice, ISS

séquence intronique inhibitrice. D'apres Anquetil V.



Enhancers and silencers

ESE séquence exonique activatrice,
ESS séquence exonique inhibitrice,
ISE séquence intronique activatrice,
ISS séquence intronique inhibitrice.



exonic splicing enhancer (ESE)

exonic splicing silencer (ESS) is a
small region of an exon that inhibits or
silences splicing of the pre-mRNA.

exonic splicing enhancer (ESE)
intronic splicing silencer (ISS)


https://en.wikipedia.org/wiki/Exon
https://en.wikipedia.org/wiki/Pre-mRNA
https://en.wikipedia.org/wiki/Pre-mRNA
https://en.wikipedia.org/wiki/Pre-mRNA

Roundup of this presentation:
reflections on:

1 The role of terminology in more and
better understanding as a process in time

2 Methodology: to observe terms in context(s)

cognitive context
historical context

linguistic context

3 The multilingual perspective:

domain metaphors and analogies

English elements in a ancient Greek based
naming tradition

abbreviations and letterwords



4 We have assumed a parallelism between
secondary term formation by scientists
and by translators

5 We observed in passing how in French
(Canadian) dictionaries normativity and
purism for the French language reign

6 We demonstrated how more and better
cognition and language development are
intertwined.

7 We believe in the necessity for research on
terminology in context in order to apply new
insights in translation studies and translation
training and in terminological dictionary
making from a multilingual perspective.
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